Zhang et al. BMC Microbiology (2020) 20:375

https://doi.org/10.1186/512866-020-02067-0 BMCM icrO b i (@) | Ogy

CORRECTION Open Access

Correction to: Complete genome analysis ®
of a virulent Vibrio scophthalmi strain
VSc190401 isolated from diseased marine
fish half-smooth tongue sole, Cynoglossus
semilaevis

Zheng Zhang'?, Yong-xiang Yu', Yin-geng Wang'*', Xiao Liu', Li-fang Wang', Hao Zhang', Mei-jie Liao' and
Bin L'

Check for
updates

Correction to: BMC Microbiol. 20, 341 (2020)
https://doi.org/10.1186/512866-020-02028-7

Following publication of the original article [1], we
were notified that Prof. Yin-geng Wang needs to be
marked as the second corresponding author.

The original article has been corrected.
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