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Incorrect: 1 Department of Chinese Medicine Integrated 
with Western Medicine, College of Traditional Chinese 
Medicine, Shandong University of Traditional Chinese 
Medicine, 16,369 Jingshi Road, Lixia District, Jinan, 
Shandong, 250,355, People’s Republic of China.

 
Corrected: 1 Shandong University of Traditional Chinese 
Medicine, Jinan, Shandong, 250,014, People’s Republic of 
China.
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Following publication of the original article [1], the 
author would like to correct the affiliation of the first 
author Yameng Li and the affiliation of the corresponding 
author Huaichen Li.

Therefore, the author has requested the publication of 
an erratum to address the following issues:
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The online version of the original article can be found at https://doi.
org/10.1186/s12866-023-03072-9.
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